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Genetic Diversity in the Dwarf Dry Bean (Phaseolu¥ulgaris |.)
Populations Grown in Konya
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Abstract : This research was conducted to determine the igetiéferences among the dwarf
dry bean Phaseolus vulgarid..) populations collected from the Konya provinak Turkey.
Seedlings were grown in a controlled greenhousBebfuk University, Faculty of Agriculture
during the year 2007. A total of 38 populationsevgathered from the city center, the towns and
the villages. Genetic differences were determinad$SR method. By using 10 primers a total
of 85 DNA bands were obtained of which 71 were fibtmbe polymorphic.

Our results have demonstrated that the populatisesl were clustered into 3 major groups.
Similarity degrees were in between 0.48 — 097. Kledge about the genetic characteristics of a
population is fundamental in breeding programs iamavolves the local farmers. This strategy
allows to improve and, at the same time, safegtiadgenetic reliability of landrace genetic
resources.
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Material and Method

Plant Material and DNA Isolation
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Table 1. The codes, origins and local names of the dry lpegulations used in

DNA isoloations

Code Oiign Locahame
1 Ba saakavakCourty Horoz
2 Ba saakavakCourty Saiz
3 Ba saakavakCourty Kanada
4 Cumrg(Cer) seke(Byl
5 Cumre(Cert) KigzCas
6 CumrgCer) Horoz
7 CumrgCer) Bey sehiCas
8 CumrgCer) Bombay(Bomba)
9 CumrCerg) Kanada
10 A (Cer) A melkanKdiFesye
1 A (Cer) Sarg
12 Argld(Marie\bog) AmeikanCs
13 Cumr(Cer) Ni gdeBabunyas
14 KonyaCerg) Gina
15 Ee dCerB) Dermason
16 Ee qCerb) Horoz
17 Kadnhan(Cerig) W elhng
18 Kadnhan(Cerig) Kanada
19° Kadnhar(Cerg) Akmangs
20 Derber(Cerie) Ameiar(Bae)
21 DerberfCer) Saho o Wastngon)
2 DerberfCer) Seker
23 Bey sel{GociMve) Horoz
24 Seyd <et(Cer) S
25 brBeykonak\kge) BeyazHaroz
26 b(Cerg H oo KikGurik)
27 Saaydni(Ceri) Kanada
28 Saaydni(Ceri) AmelanCas
29 Y unak(Cere) UveynkVeynk
30 Y unal(Certg) Kanada
31 CumrgCerg) KrgzYuvae(Kd)Babunya
32 Derber{Cert) Y uvabkBabunya
33 Ak sehitCerg) Dermason
A Ak sehiSakun\bge Ay seKadn
35 Ak settCer) HoroAOwrak)
36 Ak sehiCerg) DermasonCuak)
37 Kazam Kaabeld KanadgKaaYapak)
3 Kazam Kaabeld DermasonKi?)
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PCR Amplification
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Scoring and analysis of ISSRs

ISS Rardysf38dwartiyteanPhased.saga
(Tal=2D N A bandsweresoedahdpesence
fomaopubrsUP G M A dendogamandPingel
com merafwaeramedssNTSY SPC

Results
16

2XCT AB miripepodiee meamonyum
ossd ISSR markes used aetiedin Takk 2
n 100 U TE bue wee read by uag a
do20nglvieepuewaaPCR mdue
ZmMMgC QAHONTPI25mM M deechiLavons
eBiaon5 U/ 1148, idid wasand20ng

epiarl mina95°Cidbwed by 20cyds wih
a2mineendond?7 2> Cia2 minendheex
ned? %agansegadedusngdiimbro mi

ELpopubrswascondudedwlOpmes
CoordreeAndysPoo A)wesdaeduaga




1! International Syposium on Sustainable Developminie 9-10 2009, Sarajevo

HELOYSSR makesweaasedogidea Sygpateandscono micapdamposd s
ISSRfag merdom38dwartiybeanPhased s asLooputbnswaredkEnedusgl0ame (S
Thepmesusedhedidyandhecbg men humbeagumbedpdymaphdagmensand
pdy maprsmietsaegeritali2

. Base Melhg Lenghd Pdymorphc .
Pimers Sequencg® Tempeure thepimer gg: ijra?nﬁt fagment Pc:ydgtg/rop))rsm
3 Tm(QC) bp numbers

F1 GAG(CAA) 491 18 339 7 4 5714

F2 CTC(GT) 567 19 526 6 6 100

F3 (AG)gCG 560 18 556 5 5 100

F4 (AGQ)sTG 537 18 500 6 2 333

F5 (AG)sg 42 16 500 15 15 100

F6 C(CAC),CA 533 15 667 6 4 6667
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